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27 <120> TITLE OF INVENTION: Streptogramins And Method For Preparing Same By 



33 <130> FILE REFERENCE: Streptogramin genes 

37 <140> CURRENT APPLICATION NUMBER: 09/987,614 

39 <141> CURRENT FILING DATE: 2001-11-15 

42 <150> PRIOR APPLICATION NUMBER: 08/765,907 

44 <151> PRIOR FILING DATE: 1997-03-20 

49 <160> NUMBER OF SEQ ID NOS : 17 

53 <170> SOFTWARE: Patentln Ver. 2.0 

57 <210> SEQ ID NO: 1 

59 <211> LENGTH: 2888 

61 <212> TYPE: DNA 

63 <213> ORGANISM: Streptomyces pristinaespiralis 
67 <400> SEQUENCE: 1 

69 ctgcagttcc ccggggccac cgtgctcagc tcctcacccg aacggttcct gcgcatcggc 60 
71 gcggacggct gggcggagtc caaacccatc aagggcaccc gcccccgcgg cgccggcccc 120 
73 gcccaggacg ccgccgtcaa ggcctccctc gccgcggccg agaaggaccg cagcgagaac 180 
75 ctgatgatcg tcgacctggt ccgcaacgac ctcggccagg tctgcgacat cggctccgtc 240 
77 cacgtaccgg gcctgttcga ggtggagacc tacgccaccg tccaccagct cgtcagcacg 300 
79 gtccgcggcc gcctggcggc cgacgtctcc cgcccccgcg cggtacgggc cgccttcccc 360 
81 ggcgggtcga tgaccggcgc gcccaaggtc cgcaccatgc agttcatcga ccggctcgag 420 
83 aagggcccgc gcggcgtgta ctcgggcgcg ctgggctact tcgccctcag cggcgcggcc 480 
85 gacctcagca tcgtcatccg caccatcgtc gccaccgagg aggccgccac catcggcgtg 540 
87 ggcggcgccg tcgtcgccct gtccgacccc gacgacgagg tccgcgaaat gctcctcaag 600 
89 gcgcagacca ccctcgccgc cctgcgccag gcacacgcgg gcgccaccgc ctcggaccgt 660 
91 gaactcctgg ccggcagcct gcggtgaccc acccaccgcc ccaccccggc caccgcaacc 720 
93 ccggctcacc cccggggcgg ccgcgcgcgg tgccgcccgg cggccgaccc ggcgacgggt 780 
95 ccgctcgcgg accgggtgac ggacccggcg gcggggccgg cggcgggccg ggacgtgggc 840 
97 cgggacgtgg gcccggcgtc cccggcgacc ggcacggcgg cgggcccgga cgtgggcccg 900 
- 99 gcgtgcccgg cgaccggcac ggtggcgggg cggggcgggg gacggtcagt gcagggcggt 960 
101 gaacatccgc gcgcacagcc gttccagctc cgcgccgtgc tcgcccagca caccgcgcag 1020 
103 ttcggcgaac agggcggcga acgtctcctc gtcgcccctc tcgacggcct gccccagccg 1080 
105 caccaggccg cggcccagcg cctgccgcgc ggccggcgcg ccggggttgg cggcctggat 114 0 
107 gtcgaaatac acctccggcg tcccgccggc gatccgggcc agcagcgcca gcatcgccag 1200 
109 atgcggcggc ggggcactgt cccgcagcgc ccccacgtcc accgacagct cacccaggcc 1260 
111 cagcccgaag gccagcaccg cggcatgcgt ggcggcctgc tgcgcggcgg tcagctcgtc 1320 
113 gtgccgccgc gccggcatct ccaccacccg ggccccccac ccggccacca gctccaccag 1380 
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115 ggcccgcaca ccgggcccgt cggtgaccac caccgccgcc accggccgcc cctgaagacc 1440 
117 cagcgagggg gcgaacatcg ggttcagccc caccgcctgc agccccggcg ccgcctcacg 1500 
119 cagccgcccg gcgatccggc tcttgaccga caaggtgtcc gcgagcaccg caccgggccg 1560 
121 catcaccccc gccagcacct ccaccgcctc ccacgccacc ggctccggca ccgccagcac 1620 
123 caccacgtcc gccgccgcca gcgccgcgac cgcctccggc cccggccgcc gcacatcacc 1680 
125 ggccaccacc cgcaccccgt ccgccgcacc ggccccggcc acgtccagcc aggtcaccgc 1740 
127 cacccccgaa cgcaccagcc agtggctgaa catgcggccc accgcaccgg ccccgcccac 1800 
129 caccacacaa cgcccgaaca ccgaaccacc cctcatccgc gttcccgatc cccccggtac 1860 
131 ggaggaagaa ccatgacccc gcccgccatc cccgccgccc cgcccgccac cgggcccgcc 1920 
133 cccgccaccg accccctcga cgcgctgcgc gcccgcctgg acgccgcgga cgccgccctg 1980 
135 ctggacgccg tccgcacacg cctggacatc tgcctgcgca tcggcgagta caagcgcctc 2040 
137 caccaggtgc cgatgatgca gccccaccgg atcgcccagg tccacgccaa cgccgcccgc 2100 
139 tacgccgccg accacggcat cgaccccgcc ttcctgcgca ccctgtacga cacgatcatc 2160 
141 accgagacct gccgcctcga ggacgagtgg atcgcctccg gcggcgcccc cgtccccacg 2220 
143 cccgtgcacg cgtccgcgtc cgcgcggggg gccgtgtcgt gaccgccgcc gcacccaccc 2280 
145 tcgcccaggc gctggacgag gccaccgggc agctgaccgg cgccgggatc accgccgacg 2340 
147 ccgcccgggc cgacacccgg ctgctggccg cccacgcctg ccaggtcgcc ccgggggacc 2400 
149 tcgacacctg cctggccggc ccggtgccgc cccggttctg gcactacgtc cggcgccgtc 2460 
151 tgacccgcga acccgccgaa cgcatcgtcg gccacgccta cttcatgggc caccgcttcg 2520 
153 acctggcccc cggcgtcttc gtccccaaac ccgagaccga ggagatcacc cgggacgcca 2580 
155 tcgcccgcct ggaggccctc gtccgccgcg gcaccaccgc acccctggtc gtcgacctgt 2640 
157 gcgccggacc gggcaccatg gccgtcaccc tggcccgcca cgtaccggcc gcccgcgtcc 2700 
159 tgggcatcga actctcccag gccgccgccc gcgccgcccg gcgcaacgcc cgcggcaccg 2760 
161 gcgcccgcat cgtgcagggc gacgcccgcg acgccttccc cgaactgagc ggcaccgtcg 2820 
163 acctcgtcgt caccaacccg ccctacatcc ccatcggact gcgcacctcc gcacccgaag 2880 
165 tgctcgag 2888 
169 <210> SEQ ID NO: 2 
171 <211> LENGTH: 888 
173 <212> TYPE: DNA 

175 <213> ORGANISM: Streptomyces pristinaespiralis 
179 <400> SEQUENCE: 2 

181 atgaggggtg gttcggtgtt cgggcgttgt gtggtggtgg gcggggccgg tgcggtgggc 60 
183 cgcatgttca gccactggct ggtgcgttcg ggggtggcgg tgacctggct ggacgtggcc 120 
185 ggggccggtg cggcggacgg ggtgcgggtg gtggccggtg atgtgcggcg gccggggccg 180 
187 gaggcggtcg cggcgctggc ggcggcggac gtggtggtgc tggcggtgcc ggagccggtg 240 
189 gcgtgggagg cggtggaggt gctggcgggg gtgatgcggc ccggtgcggt gctcgcggac 300 
191 accttgtcgg tcaagagccg gatcgccggg cggctgcgtg aggcggcgcc ggggctgcag 360 
193 gcggtggggc tgaacccgat gttcgccccc tcgctgggtc ttcaggggcg gccggtggcg 420 
195 gcggtggtgg tcaccgacgg gcccggtgtg cgggccctgg tggagctggt ggccgggtgg 480 
197 ggggcccggg tggtggagat gccggcgcgg cggcacgacg agctgaccgc cgcgcagcag 540 
199 gccgccacgc atgccgcggt gctggccttc gggctgggcc tgggtgagct gtcggtggac 600 
201 gtgggggcgc tgcgggacag tgccccgccg ccgcatctgg cgatgctggc gctgctggcc 660 
203 cggatcgccg gcgggacgcc ggaggtgtat ttcgacatcc aggccgccaa ccccggcgcg 720 
205 ccggccgcgc ggcaggcgct gggccgcggc ctggtgcggc tggggcaggc cgtcgagagg 780 
207 ggcgacgagg agacgttcgc cgccctgttc gccgaactgc gcggtgtgct gggcgagcac 840 
209 ggcgcggagc tggaacggct gtgcgcgcgg atgttcaccg ccctgcac 888 
213 <210> SEQ ID NO: 3 
215 <211> LENGTH: 297 
217 <212> TYPE: PRT 
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219 <213> ORGANISM: Streptomyces pristinaespiralis 
223 <400> SEQUENCE: 3 

225 Met Arg Gly Gly Ser Val Phe Gly Arg Cys Val Val Val Gly Gly Ala 

227 15 10 15 

2 31 Gly Ala Val Gly Arg Met Phe Ser His Trp Leu Val Arg Ser Gly Val 

233 20 25 30 

237 Ala Val Thr Trp Leu Asp Val Ala Gly Ala Gly Ala Ala Asp Gly Val 

239 35 40 45 

243 Arg Val Val Ala Gly Asp Val Arg Arg Pro Gly Pro Glu Ala Val Ala 

245 50 55 60 

249 Ala Leu Ala Ala Ala Asp Val Val Val Leu Ala Val Pro Glu Pro Val 

251 65 70 75 80 

255 Ala Trp Glu Ala Val Glu Val Leu Ala Gly Val Met Arg Pro Gly Ala 

257 85 90 95 

261 Val Leu Ala Asp Thr Leu Ser Val Lys Ser Arg lie Ala Gly Arg Leu 

263 100 105 110 

267 Arg Glu Ala Ala Pro Gly Leu Gin Ala Val Gly Leu Asn Pro Met Phe 

269 115 120 125 

273 Ala Pro Ser Leu Gly Leu Gin Gly Arg Pro Val Ala Ala Val Val Val 

275 130 135 140 

279 Thr Asp Gly Pro Gly Val Arg Ala Leu Val Glu Leu Val Ala Gly Trp 
281 145 150 155 160 

285 Gly Ala Arg Val Val Glu Met Pro Ala Arg Arg His Asp Glu Leu Thr 
287 165 170 175 

291 Ala Ala Gin Gin Ala Ala Thr His Ala Ala Val Leu Ala Phe Gly Leu 
293 180 185 190 

2 97 Gly Leu Gly Glu Leu Ser Val Asp Val Gly Ala Leu Arg Asp Ser Ala 
299 195 200 205 

303 Pro Pro Pro His Leu Ala Met Leu Ala Leu Leu Ala Arg lie Ala Gly 

305 210 215 220 

309 Gly Thr Pro Glu Val Tyr Phe Asp lie Gin Ala Ala Asn Pro Gly Ala 

311 225 230 235 240 

315 Pro Ala Ala Arg Gin Ala Leu Gly Arg Gly Leu Val Arg Leu Gly Gin 

317 245 250 255 

321 Ala Val Glu Arg Gly Asp Glu Glu Thr Phe Ala Ala Leu Phe Ala Glu 

323 260 265 270 

327 Leu Arg Gly Val Leu Gly Glu His Gly Ala Glu Leu Glu Arg Leu Cys 

329 275 280 285 

333 Ala Arg Met Phe Thr Ala Leu His Pro 

335 290 295 

341 <210> SEQ ID NO: 4 

343 <211> LENGTH: 387 

345 <212> TYPE: DNA 

347 <213> ORGANISM: Streptomyces pristinaespiralis 
351 <400> SEQUENCE: 4 

353 atgaccccgc ccgccatccc cgccgccccg cccgccaccg ggcccgcccc cgccaccgac 60 

3 55 cccctcgacg cgctgcgcgc ccgcctggac gccgcggacg ccgccctgct ggacgccgtc 120 
357 cgcacacgcc tggacatctg cctgcgcatc ggcgagtaca agcgcctcca ccaggtgccg 180 
359 atgatgcagc cccaccggat cgcccaggtc cacgccaacg ccgcccgcta cgccgccgac 240 
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361 cacggcatcg accccgcctt cctgcgcacc ctgtacgaca cgatcatcac cgagacctgc 300 
363 cgcctcgagg acgagtggat cgcctccggc ggcgcccccg tccccacgcc cgtgcacgcg 360 
365 tccgcgtccg cgcggggggc cgtgtcg 387 
369 <210> SEQ ID NO : 5 
371 <211> LENGTH: 130 
373 <212> TYPE: PRT 

375 <213> ORGANISM: Streptomyces pristinaespiralis 
379 <400> SEQUENCE: 5 

381 Met Thr Pro Pro Ala lie Pro Ala Ala Pro Pro Ala Thr Gly Pro Ala 
383 15 10 15 

3 87 Ala Ala Thr Asp Pro Leu Asp Ala Leu Arg Ala Arg Leu Asp Ala Ala 
389 20 25 30 

393 Asp Ala Ala Leu Leu Asp Ala Val Arg Thr Arg Leu Asp lie Cys Leu 
395 35 40 45 

399 Arg lie Gly Glu Tyr Lys Arg Leu His Gin Val Pro Met Met Gin Pro 
401 50 55 60 

405 His Arg lie Ala Gin Val His Ala Asn Ala Ala Arg Tyr Ala Ala Asp 
407 65 70 75 80 

411 His Gly lie Asp Pro Ala Phe Leu Arg Thr Leu Tyr Asp Thr lie lie 
413 85 90 95 

417 Thr Glu Thr Cys Arg Leu Glu Asp Glu Trp lie Ala Ser Gly Gly Ala 
419 100 105 110 

42 3 Pro Val Pro Thr Pro Val His Ala Ser Ala Ser Ala Arg Gly Ala Val 
425 115 120 125 

429 Ser Pro 
431 130 

437 <210> SEQ ID NO : 6 
439 <211> LENGTH: 4496 
441 <212> TYPE: DNA 

443 <213> ORGANISM: Streptomyces pristinaespiralis 
447 <400> SEQUENCE: 6 

449 ctcgagcagg tgccccacct cggcggcacg gtgcgcgggc agcgcgaaca ccggcagcgc 60 
451 gcccagacgg aacagcgcga agcacaccgc gacgaactcg ggcgtgttcg gcagctgcac 120 
453 cagcacccgc tcgccggcgc cgatcccgcg cgccgcgaac cccgccgcca gccggtcgca 180 
455 ccagcggtcc agggcacggt aggtgacacg ggagcacccg tccgcgccga ccagcgcctc 240 
457 ccgctcgccg tactgctccg cccagcggcc cagcagcatg cccagcggct cgccccgcca 300 
459 gtagccggcc gcccggtact tcgcggccac atcctcgggc cagggaacgc atccgtccag 360 
461 catcgttggt cctttccggc ttcgtcctcg cgtcgcgccc agtgtcggca gcgccgttga 420 
463 cacgccgctg atgcgccgcg cccgcgcgcc gccgctccgt caggagccga tcagggcggc 480 
465 gtcagccggg ccggacagga tgccgcccac ggggcccggc acaccgggcc gcggcgacag 54 0 
467 cgggccggcg accggcaggc cgacaccacg cacggacgag aagaaacaac acaaggggag 600 
469 cacccgatgg agacctgggt cctgggccgg cgcgacgtcg ccgaggtggt ggccgccgtc 660 
471 ggccgcgacg aactcatgcg ccgcatcatc gaccgcctca ccggcggact ggccgagatc 720 
473 ggccgcggcg agcggcacct gtccccgctg cgcggcggac tggaacgcag cgaacccgtg 780 
475 cccggcatct gggaatggat gccgcaccgc gaacccggcg accacatcac cctcaagacc 84 0 
477 gtcggctaca gccccgccaa ccccggccgc ttcggcctgc cgaccatcct gggcaccgtc 900 
479 gcccgctacg acgacaccac cggcgccctg accgccctga tggacggcgt gctgctcacc 960 
481 gccctgcgca ccggcgccgc ctccgccgtc gcctcccgcc tgctggcccg ccccgacagc 1020 

4 83 cacaccctgg gactgatcgg caccggcgcc caggccgtca cccaactgca cgccctgtcc 1080 
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485 ctggtactgc 
487 ttcgcccggc 
489 gccgccgagg 
491 ctgcccgaca 
493 ggcaagacgg 
495 gagcaggcgc 
497 ctggcccacc 
499 ttcgactcca 
501 gccgccgaac 
503 gacccctacg 
505 ccttttttcg 
507 ccgccggccc 
509 tgccccccac 
511 gcgagatgcg 
513 ggcacgccga 
515 ggctacggcc 
517 tgcaccgcac 
519 tcgaaccacg 
521 tcgacctcgt 
523 gcgtgccgcc 
525 aggtcgccga 
527 tcgtcaaaga 
529 gcgcccgccc 
531 gactcaccga 
533 ccacctccat 
535 ccgccgcccg 
537 ggccgccgat 
539 ccatccccgc 
541 tcttcaccga 
543 acggcatcca 
545 aagccctctt 
547 accgcgacgg 
549 gacaaggggg 
551 tcacctacaa 
553 gcaacgacga 
555 tctcacccgg 
557 tcaccgaatg 
559 tcgccggcgc 
561 gccacgacgg 
563 actcgctgac 
565 ggcagctgat 
567 aatcgatcag 
569 gcgcggccgg 
571 cccccgcccc 
573 tgcgcgaggt 
575 ccccggcccg 
577 tcctcggcgc 
579 ccgtgcgcgt 
581 acctggaaca 



ccctgcaacg 
gcgccgcgtt 
ccgacgtcat 
ccggcgtccg 
aactgccgct 
tgcgcgaggg 
tgtgcgccga 
ccggcttcgc 
gggacctggg 
ccctccagcc 
ggacccccgc 
ccatgcccgg 
cccccggccc 
ccaccaccac 
cgtcctcacc 
cggctcccag 
cctgcgccgc 
cgtcaccgaa 
cgccgacttc 
cgccgaccgc 
cccggcggac 
acccatgcgc 
cgcgaacgac 
cgagcagatc 
gctgctcggc 
cgccgaccgg 
caccgtcatg 
cggacgcatg 
ccccgaccac 
ctactgcctg 
cgaccgattc 
actgttcggc 
ccacctggtg 
cctcttccag 
cacccgcacc 
ccccggccac 
ggacctgccg 
cgccgtcgtc 
gcagggcctg 
cgtccggcaa 
ggccgtcgcc 
cagcgaacac 
ccaccgcccc 
cgcaccggca 
cgcctgcgtg 
gttctggctc 
ccccgccggc 
caaggacggt 
cgaactggcc 



ggccctggtg 
caccggcgtc 
ctccaccgcc 
cgagcacctg 
cggcctgctc 
cgagtgccag 
cccggcggcc 
cttcgaggac 
catccgggtg 
cctgcccctg 
tctttttcga 
ccgggccggg 
accaccgacg 
cccgtccacg 
gtcgcctccg 
gcgttgagcg 
ctggtcagcc 
ctggccgggc 
gcctacccgc 
accctgttcc 
atgcagttcg 
gccatgcacg 
ctgatctccg 
gtcgaattcg 
aacaccgtgc 
tccctgatcc 
gcccgcgtca 
gtcgtgccct 
ctcgacctcg 
ggcgccccgc 
cccgacttct 
gtcaagaacc 
cgcaccgtgc 
atgctggccg 
tggcaggccc 
cccgccaccg 
ctgctcgggg 
cacgcacccg 
ttcgcgaaca 
ctgcccgccg 
caccgccacc 
ggccaccgga 
ccgcacaccg 
ccgcccgcgt 
cccgacgcgg 
gacagcagcc 
ccgctcggcg 
tcaggcggcg 
gcccgcgccc 



tgggacaccg 
agcgtcgaga 
acctcggtag 
cacatcaacg 
gagcgggcgt 
caactctccg 
gccgccggcc 
gccctggcga 
ggcatcgaac 
cccctggccg 
gacccccgcc 
gcacccacga 
acggcggccg 
aggacgaata 
accccggcgt 
aacagatcct 
aggccttcac 
aactgctcga 
tgcccgtgat 
gctcctggtc 
gcgacgacgc 
cctacctcca 
cactcgtcgc 
gggcgctgct 
tgtgcctgaa 
ccgccctgat 
ccaccaagga 
ccctgctgtc 
cccgcgaagg 
tcgcccgcct 
cgcccaccga 
tgccgctgac 
gaaccctgct 
aggtgaacgg 
tggcgccggg 
acaccgacct 
tgtgcctggg 
aaccctttca 
tcccctcccc 
acctgcgcgc 
tgccccgctt 
tgctcgccaa 
aacgcatacc 
ccgcgccggt 
acgccgcgtt 
gcgtcgagcc 
aacagatcac 
agacccgccg 
tgcccgccac 



accccgccca 
tcgccgagcc 
ccgtcggcca 
ccgtcggcgc 
tcgtcaccgc 
ccgaccggct 
ggcaggacac 
tggaagtgtt 
accaccccgg 
cccccgccca 
cggccggccc 
cgccctcgcg 
tgaactgctc 
cggtgccttc 
ctactcctcc 
gtcggtcatc 
cccccgcacc 
cgccgtcgac 
cgtgatcgcc 
cgaccggatg 
cgacgaggac 
cgaccacgtc 
cgcccgcgtg 
gctgatggcc 
ggaccacccc 
cgaagaagta 
caccgtcctc 
cgccaaccac 
ccgccagatc 
ggagggccgc 
cggcgcaaaa 
cgtacggcgc 
gatcgacaac 
cgccgctccg 
cgacttcgac 
gggcctcagc 
ccaccaggcc 
cggccgcacc 
gctgaccgtg 
caccgcccac 
cggcgtgcag 
cttccgcgac 
cgcacccgca 
gggggagtac 
caccgccctg 
gggcctcgcc 
ctacgacgtc 
gcccggcacc 
cggcctgccc 



ccgggaaagc 
cgcccggatc 
gggcccggtc 
ggacctcgtc 
cgaccacccc 
cggcccgcag 
cctgagcgtc 
cctcgaggcc 
cgacgccctg 
ctgacccccc 
ggccctcctc 
aggagagaga 
gcctggctgc 
cacgtcttcc 
cagctcagcc 
gacccgccga 
gtcgccgacc 
ggcgacacgt 
gaactcctcg 
ctgcagatgc 
taccaacgcc 
accgaccgcc 
gagggcgaac 
ggccacgtct 
cgggccgagg 
ctgcggctgc 
gccggcacca 
gacgaacagg 
gccttcggcc 
atcgccctgg 
ctgcgctacc 
ggctgacaca 
tacgactcgt 
ctcgtcgtcc 
aacgtcgtcg 
cgccgggtga 
ctgtgcctgc 
agcgacatcc 
gtccgctacc 
accgccgacg 
ttccaccccg 
ctgtccctgc 
cccgcccccg 
cggctgcatg 
ttcgccgacg 
cgcttcacct 
gccgaccggg 
ctcttcgacc 
ttcgagttca 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
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